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MARKED UP COPY OF AMENDED SPECIFICATION 

Table 3; page 70. line 18 through page 71. line 3 (up u ntil iust before heading #8 on 
page 71) in application as filed: 



TABLE 3. Primer Sequences Used for Establishing Final Product Identity. 



PRIMER NAME 


PRIMER SEQUENCE (5' 3') 






1. Human Placental Alkaline 
Phosphatase Internal 


AAATGATAACCATCTCGC 
(SEQ ID NO:25) 


2. Human Placental Alkaline 
Phosphatase External 


TTTACTGTTTTCGTAACAGTTTTG 
(SEQIDNO:26) 


3. Kappa Light Chain Constant 
Antisense 


TTGGAGGGCGTTATCCACCTTC 
(SEQ ID NO:27) 


4. Kappa Light Chain Constant 
Downstream Internal 


CTGTAAATCAACAACGCACAG 
(SEQIDNO:28) 



5. Kappa Light Chain Constant 
Downstream External 


CAACAACGCACAGAATCTAG 
(SEQIDNO:29) 


6. Melittin Internal 


GGGACCTTTAATTCAACCCAACAC 
(SEQ ID NO:30) 


7. Melittin External 


AAACGCGTTGGAGTCTTGTGTGC 
(SEQIDNO:31) 


8. IgGyi Heavy Chain Constant 
Downstream Internal 


GGAAGTAGTCCTTGACCAGGCAG 
(SEQIDNO:32) 


9. IgG y i Heavy Chain Constant 
Downstream Middle 


CTGAGTTCCACGACACCGTCAC 
(SEQ IDNO:33) 


10. IgGyi Heavy Chain Constant 
Downstream External 


TAGAGTCCTGAGGACTGTAGGAC 
(SEQIDNO:34) 


1 1 . Kappa & Lambda Downstream: 


5'-GGTCGTTAACAATGGGGAAGCTG-3' 
(SEQ ID NO:35) 


12. PH forward 


5 '-TTTACTGTTTTCGT AAC AGTTTTG-3 ' 
(SEQIDNO:36) 


13. PH reverse 


5-GGTCGTTAACAATGGGGAAGCTG-3' 
(SEQIDNO:37) 


14. Lambda Constant Internal 


5'-GAAGTCACTTATGAGACACACCAG-3' 
(SEQIDNO:[3188) 
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Page 14, lines 7 through 11 in application as filed: 

Figure 3 A, 3B, 3C : DNA sequence of baculovirus expression vector p2Bac (SEQ ID 
NO:5). The sequence is depicted from 5* to 3\ The p2Bac vector contains the AcNPV 
polyhedrin gene promoter (nucleotides 1 to 120 of the GenBank accession number X06637 (SEQ 
ID NO:92)) and the AcMNPV plO promoter (nucleotides 8 to 237 of GenBank accession number 
A28889 (SEQ ID NO:93)). Figure 3 A represents the first 2720 bases of the sequence; Figure 3B 
represents the next 3120 bases of the sequence; and Figure 3C represents the last 1285 bases of 
the sequence. 
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